Molecular detection of  plcH , plcN , exoS , lasB virulence genes in Pseudomonas aeruginosa isolates from canaries birds (serinus canaria)
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Pseudomonas aeruginosa has been of significant interest in recent decades since it is not only known as one of the most common causes of hospital acquired infections, but it is also considered a threat in animals, which are economically important. In canaries, this organism is considered responsible for many acute infections or exacerbation of chronic diseases when accompanied by other infections.

Virulence factors play a significant role in colonization, survival and bacterial invasion. In this study, virulence genes in Pseudomonas aeruginosa isolates were detected in canary by multiplex PCR.

A total of 100 samples were taken from referral canaries (serinus canaria) suffered from conjunctivitis and sinusitis in live birds or general septicemia and air sacculitis in dead birds, for the isolation of Pseudomonas aeruginosa, the samples were then cultured and confirmed by bacteriological tests. Then the species of isolates were confirmed using 16S rRNA gene species-specific primers. Afterwards, the studied virulence genes (plcN , plcH, exoS, lasB) were detected by  running multiplex PCR. 
According to the results obtained in the present study, the presence of all of the  plcH , plcN , exoS , lasB genes in canary’s isolates indicates that all the isolates can be considered as the primary pathogens and cause of the disease. 
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