Genotypic diversity among Egyptian isolates of Sporisorium scitamineum as revealed by comparative sequence analysis of the internal transcribed spacer and b-east matting type gene
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Abstract 
A total of 20 Sporisorium scitamineum samples were collected from sugarcane growing areas in Upper Egypt. The genotypic diversity between the twenty S. scitamineum isolates based on ITS1-ITS4 region sequence and b-East matting type sequence were performed. Alignment of the ITS1, 5.8S  and ITS2 regions of the rDNA of 20 isolates of S. scitamineum depicting 100% similarities between all the tested isolates except isolate (ADA-1) which has one base difference in the ITS2 region. The obtained two sequences of isolates ADA-1 and HAQ-2 was registered at National Center for Biotechnology Information NCBI Gene bank under the accession numbers JQ912111 and JQ912112 respectively.  The combined 18S, ITS1, 5.8S and ITS2 data sets between Egyptian and foreign S. scitamineum sequences obtained from NCBI, grouped the sequences into two  groups, the first contained S. scitamineum from Hawaii and the second contained South Africa,  India, Egypt, Reunion and China isolates in different levels. The Egyptian S. scitamineum isolate ADA-1 showed a close distance to Reunion isolate while the second Egyptian isolate HAQ-2 was much closer to China isolate. Sequencing data of b-East mating-type gene showed that, all the sequences found identical to S. scitamineum  b-East mating-type gene sequence published in NCBI. The b-East gene sequence of isolates ADA-1 was submitted in NCBI under the accession number JQ290342. The multiple sequence alignment of the Egyptian isolates and the published reference sequences of b-East gene from the USA and China of the same organism in the NCBI showed, a single nucleotide polymorphism at the nucleotide number 270 between Egyptian and Chinese  isolates.
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