Abstract Template
Title: The analysis of plant vector sequences for development of method for GMO screening
BOGOMAZOVA A1,  KRYLOVA E1,  SOLTYNSKAYA I1,  DAVYDOVA E1,  
1The All-Russian State Center for Quality and Standardization of Veterinary Drugs and Feed (VGNKI), Moscow, Russia
Keywords: Transgenic elements, Real-time PCR, GMO screening
I. Abstract Body (up to 250 words)
The PCR-based screening for common transgenic elements is applied routinely to control the presence of unauthorized GM components in food and feed. Some of these common transgenic elements have been used in biotechnology for several decades. More than 30 years ago Pietrzak et al. (1986) constructed vector for plant transformation with promoter and poly(A) signal from 35S RNA of Cauliflower mosaic virus (P-35S and T-35S, respectively). Since then these regulatory sequences have been used worldwide in vast numbers of synthetic constructs. It is not surprising to find differences among these elements inserted into different vectors. For example, T-35S is present in various plant vectors (pCambia, pCame, pLGZ, etc). T-35S sequence in these vectors can differ up to 5 positions. We analyzed sequences deposited to Genbank NCBI and found that some of T-35S variants seen in vectors existed also in commercial and non-commercial GM plants. We supposed that vector polymorphism defined polymorphism of common transgenic elements in GM plants. Using analysis of plant vector sequences, we designed universal PCR for detection of P-35S and T-35S in GM plants. To prevent false positive screening results, we combined our GM detection method with CaMV-specific PCR system designed by Wolf et al. (2000). Thus, we developed the universal PCR-based method for detection of common transgenic elements derived from CaMV. We suppose that this method will be useful for detection of unauthorized GMOs in food and feed.
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