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I. Abstract Body (up to 250 words)
The present investigation was carried out to assess the diversity exists among the landraces of pumpkin from Meghalaya, India. Morphological observations revealed that the growth, yield and qualitative characters varied significantly among the different landraces. Considering morphological traits 5 superior genotypes namely GHP 22, GHP 47, GHP 53, GHP 56 and GHP 11 were identified and which may be promoted for commercial cultivation. Cluster analysis exhibited high level of diversity and grouped the landraces into 5 major clusters. Maximum and minimum inter-cluster average D2 values obtained were 442.27 and 86.29 respectively. Considering the average D2 distances, it was found that the landraces of cluster I and IV would expected to exhibit high heterosis and produce new recombinants in inter-cluster crosses. High degree of correlation was found between diversity obtained by morphological and molecular traits. The allelic frequency was ranged from 0.30 for marker OCM2 to 0.83 for marker OCM9 with an average of 0.59. The highest and lowest PIC values of SSR markers observed was 0.91 (OCM2) and 0.31 (OCM9) respectively and the Jaccard’s similarity coefficient ranged from 0.51 to 0.92. Markers with high PIC values namely OCM1, OCM2, OCM3, OCM7, OCM16, OCM19, OCM22, OCM25 and OCM26 obtained from the study may be used for tagging and mapping of various genes/QTLs. In nut shell, the morphological and molecular analysis of pumpkin diversity revealed that the genotypes namely GHP 11, GHP 22, GHP 47, GHP 53 and GHP 56 were found most suitable for improvement of pumpkin in breeding programme.
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