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Abstract
Statement of the Problem: Wheat is one of the three major cereal crops. Biotic stresses are major limiting factors affecting wheat crop from realizing its yield potential. One of the major biotic stresses affecting wheat cultivation globally is brown/leaf rust caused by Puccinia triticina Eriks.  Utilization of genetic resistance is the best way to mitigate leaf rust infection. 
Methodology & Theoretical Orientation: Introgression lines of wheat derived from wild species were tested for leaf rust at seedling stage against most predominant race 77-5 (121R63-1=THTTS). Multi-pathotype testing using 22 leaf rust races was undertaken in selected resistant lines. Ten-day-old seedlings were inoculated by spraying a solution of uredospores and incubated for 48 hrs in a humid chamber which were shifted to greenhouse benches under ambient temperature, light and relative humidity conditions. Individual seedlings were scored for leaf rust reaction at 12 days after inoculation using the scale as described by Stakman (1962). Molecular marker analysis was undertaken in the resistant lines to confirm the uniqueness and novelty of the resistance genes. Molecular markers linked to Lr19, Lr28, Lr24, and Lr34 were utilized for confirming the uniqueness of resistance in these lines. Genomic dot-blot hybridization and genomic in situ hybridization (GISH) were utilized for detection of alien genomes.
Findings: Highly resistant 176 introgression lines derived from species like Ae. variabilis (132), Ae. speltoides (15), T. spelta (10), T. monococcum (13), T. turgidum (3), Secale cereale (3) were identified. Three of them were found resistant to all the races. While one showed resistance to all races except 77-8 (253R31=TGTTQ). Another line showed resistance to all races except 77-10 (377R60-1= MHTTS). Molecular markers helped in identifying the novel Lr genes.
Conclusion & Significance: Novel leaf rust resistance genes were identified in Ae. variabilis and Ae. speltoides derivatives. These genes will be an asset in wheat resistance breeding. Wild relatives of wheat are a wonderful source of rust resistance genes. Utilization of these germplasm resources will help broaden the genetic variability available in wheat and prevent genetic erosion. 
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