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Abstract 
The present study investigated AP2/ERF family transcriptional regulators with variety of functions involved development and stress tolerance in plants. The comparative and functional analysis of AP2/ERF family in Arabidopsis thaliana, Oryza sativa and, Solanum lycopersicum was performed. The AP2/ERF family classified into subfamily AP2, ERF, and RAV family. Our observation suggested AP2/ERF family genes in genomic data; in contrast some genes are species specific. In this study, a comprehensive computational identified AP2 family, ERF family and, RAV family in Arabidopsis thaliana, Oryza sativa and Solanum lycopersicum. In Oryza sativa: Os02g42580, Os02g52880, Os03g02650, Os04g36640, Os04g48330, Os06g42910, Os12g07030 and, Os06g09717 remarked. An overview of AP2/ERF family in Arabidopsis thaliana, Oryza sativa and, Solanum lycopersicum presented, including conserved domain, motifs, phylogeny, chromosome location and gene expression. These results may be useful for future functional analyses of AP2/ERF superfamily. In this study, we performed bioinformatics and computational technique to current knowledge of AP2/ERF family in plants.
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