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In last years, much attention has been paid to the study of molecular genetic mechanisms for the development of fetal growth restriction syndrome of polymorphic alleles of predisposition genes. Among these genes, glutathione-S-transferase - GST genes encoding xenobiotic biotransformation enzymes are of particular interest. These enzymes are responsible for the biotransformation of chemical, biological agents, drugs, etc. entering the body.
The aim of our research was to establish the role of the polymorphic variant IIe 105Val of the GSTP1 gene of the xenobiotic biotransformation enzyme in the mechanism of formation and development of fetal growth restriction syndrome.
Material and research methods. The object and subject of the study were 57 pregnant women, DNA samples from patients and healthy donors, the glutathione transferase gene GSTP1 (IIe 105 Val). All pregnant women underwent clinical, functional, and molecular genetic and statistical studies.
The results of the study. Among 57 pregnant women, fetal growth restriction syndrome (ORP) was diagnosed in 46, which accounted for 80.7% of cases. A comparative analysis of the distribution frequencies of the alleles and genotypes of the IIe 105 Val polymorphism of the xenobiotic enzyme gene GSTP1 among 114 DNA samples in 57 pregnant women in 64.9% of cases revealed the presence of the normal allele A and in 35.1% of cases the allele G, respectively. Whereas, in the control group, the frequency of occurrence of the mutant IIe 105 Val allele of the Xenobiotic GSTP1 enzyme gene was 12.5%, which was 2.8 times lower than the main group (P <0.05).
Studies of polymorphism revealed increased associations of "functionally unfavorable" genotypes A / G - 64% and 19.4%, respectively. According to the odds ratio, the risk of developing a CORP in the main group in the presence of G / A polymorphism (OR = 7.1; 95% CI3.319-15.3) is 2.3 times higher than in the healthy control group. Whereas, functionally unfavorable homozygous G / G genotypes were detected in 7.02% of cases versus 1.4% in the control group. According to the odds ratio, the risk of developing an ORP in the main group in the presence of G / G polymorphism tended to be at risk of developing an ORP. (χ2 = 2.5; P = 0.1; OR = 4.4; 95% CI0.483-40.74).
The conclusions. The G allele and hetero / homozygous genotypes IIe 105 Val polymorphism of the GSTP1 gene are significant markers of an increased risk of fetal loss syndrome in Uzbekistan (P <0.05). Allele A and the functionally favorable A / A genotype are reliable protective markers for the development of pathology (χ2 = 18.6; P <0.05; OR = 3.9; 95% CI 2.023-7.07). 
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