Functional study of high yield transgenic rice 
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Abstract 
[bookmark: _GoBack]Modulation of expression level of yield-related genes through gene transformation is a powerful tool to raise high yield crops. Alteration of starch metabolism is expected to enhance yields, which would affect functional properties of food. However, physicochemical study of the product is not much studied. Ions are important in cellular function and development, which is regulated by channel protein. For example, chloride channels in membrane regulate pH, organic transport and cell migration but channels are encoded by families of genes in plants that is not much studied. Identification of ion channel protein was attempted through transformation of Oryza sativa. SCLC (Synechocystis), OsCLC1 or CLCa were constructed under the control of root-specific rice promoter RCc3 or whole body rice promoter PGD1 for overexpressing. Copy number and insertion site of recombinant genes in genetically modified plants were analyzed by TaqMan-PCR and flanking sequence tags. Transgenic rice at T1 generation were analyzed by genotyping, phenotyping and grain yield. Agronomic traits of those overexpressing plants of OsCLC1, SCLC were also analyzed. It showed increase of grain yield related parameters compared with non-transgenic plants (NT) including panicle length, number of panicles per hill, number of spikelets per panicle, total number of spikelets, number of filled grain, filling rate, total grain weight, and 1000 grain weight. Among them homozygous and intergenic single copy plants with high total grain weight and filling rate were selected. Here we report functional properties of rice grain from genetically modified high yield rice. 
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