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	Abstract Text
	Introduction
In the recent years, fermented foods and specially fermented dairy products have gained a lot of attention because of their taste and nutritional value, partly due to the presence of a wide range of Lactic Acid Bacteria (Jitpakdee et al., 2021). Lactiplantibacillus plantarum is a lactic acid bacterium frequently used in food production where it serves as a popular choice for starter cultures. The exploration of Lb. plantarum strains, with their extensive history in food fermentation, is a rapidly growing field dedicated to creating value-added food products. These strains have been successfully utilized to develop innovative functional foods and beverages that boast improved nutritional and technological properties. Furthermore, the identification of Lb. plantarum strains in diverse traditional foods has facilitated thorough characterization, encompassing aspects such as taxonomy, active enzymes and bioactive compounds.
Methods
In the present study, two Lactiplantibacillus plantarum strains (named B2 and R10) isolated from an Algerian traditional goatskin bag cheese named "Bouhezza" were investigated for their probiotic characteristics using phenotypic analyses and whole genome sequencing. Both strains were evaluated for their ability to survive under low pH conditions (2 and 3) and in the presence of 0.5% bile salts. Their cell surface hydrophobicity, autoaggregation, and adhesion abilities to Caco-2/TC7 intestinal cells were also assessed, and the antibacterial activity of these strains was evaluated against four pathogenic bacteria (i.e. Escherichia coli 00013, Candida albicans, Staphylococcus aureus, and Salmonella typhimurium d00031). The genomes of the two Lactiplantibacillus plantarum were sequenced, and bioinformatic analyses were conducted to identify probiotic-related genes in addition to the screening of virulence and antibioresistance genes, to assess their safety.
Results
The in vitro results revealed that the isolates exhibited tolerance to artificial gastric juice (pH 2 and pH 3) and bile salts (0.5% bile). Both strains displayed strong cell surface traits such as hydrophobicity and autoaggregation and a good ability to adhere to Caco-2/TC7 intestinal cells. Additionally, the isolates demonstrated antagonistic activity against representative foodborne pathogens Escherichia coli and Candida albican. Whole genome sequencing results demonstrated the presence of various genes involved in gastrointestinal stress tolerance, adhesion to host epithelial cells, indicating bacterial adaptation of strains to the gastrointestinal environment. We also detected genes involved in the antimicrobial activity (i.e. bacteriocin). No virulence or antibioresistant determinant were found in the genome sequences.
Discussion
All these results suggest that both Lactiplantibacillus plantarum B2 and R10 strains could be considered as promising probiotic bacterial candidates. Therefore, technological performances should be explored in order to promote their application in probiotic cheeses and other functional foods as a bio-protective or starter culture.
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