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I. Abstract Body (up to 250 words)
In Malaysia, the distribution of dengue viruses is determined based on localized studies, where these data are essential to predict the epidemiology of dengue infections. Therefore, a study was conducted in a localized urban sampling area to determine the dengue virus serotypes in field-caught Aedes mosquitoes. Out of 1,147 mosquitoes captured from September to December 2017, 156 Aedes spp.  mosquitoes were identified based on their physical features using a digital microscope and molecularly via reverse transcriptase-polymerase chain reaction (RT-PCR) with Aedes spp-specific primers. Total RNA was then extracted from the head and thorax and subjected to individual RT-PCR with DENV-1, DENV-2, DENV-3 and DENV-4 primer sets, respectively. The results showed that at least one of the four DENV serotypes was detected in 91% (n=142) out of the 156 Aedes spp mosquitoes. The predominant serotype detected was DENV-2 [47.44% (n=74)], followed by DENV-4 [8.97% (n=14)], DENV-3 [7.05% (n=11)] and DENV-1 [3.85% (n=6)], respectively. Co-circulation of dual or triple dengue virus serotypes (DENV-1, DENV-2, and DENV-4) were detected in a total of 23.72% (n=37) of the Aedes spp mosquitoes.  .
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