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Abstract
Oral microbial communities play a critical role in maintaining oral health and contributing to disease development. The problem addressed in this study is the limited understanding of differences in microbial load and diversity between saliva and subgingival plaque, particularly in individuals with mild periodontal conditions. The purpose of this study was to compare the presence, quantity, and diversity of cultivable microorganisms in saliva and subgingival plaque samples obtained from adult participants.
Methodology and theoretical orientation: This cross-sectional laboratory-based study included 50 female participants aged 18–50 years. Clinical periodontal parameters, including probing pocket depth, clinical attachment loss, bleeding on probing, and plaque index, were assessed. Participants were categorized as clinically healthy, having dental caries, or mild gingivitis. Samples from saliva, gingival sites, and tongue were collected aseptically using sterile swabs and processed within two hours. Microbial cultures were performed, and colony-forming units (CFU/mL) were quantified. Statistical analysis was conducted to compare microbial presence and counts between sample types.
Findings: Microbial growth was detected in both saliva (38%) and subgingival plaque (42%), with no significant difference in presence rates (P > 0.05). However, subgingival plaque demonstrated significantly higher microbial load (1.16 × 10⁵ ± 8.89 × 10⁴ CFU/mL) compared to saliva (9.19 × 10⁴ ± 7.01 × 10⁴ CFU/mL; P = 0.014). In contrast, saliva exhibited significantly greater microbial diversity, as indicated by a higher number of isolates per sample (P < 0.001).
Conclusion and significance: The findings indicate that subgingival plaque represents a dense and specialized microbial niche, while saliva reflects a more diverse but less concentrated microbial environment. These differences highlight the importance of sample selection in oral microbiological studies and contribute to a better understanding of microbial ecology in the oral cavity.
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About Research Topic
Oral microbial communities play a key role in dental health, with saliva and subgingival plaque representing distinct ecological niches. Subgingival plaque is a dense biofilm with high microbial load, while saliva reflects microorganisms from multiple oral sites and shows greater diversity. Accurate assessment of these differences is important for understanding early periodontal changes. Culture-based methods enable quantification and isolation of viable microorganisms, but results may vary by sampling site. Comparing saliva and plaque provides insight into microbial distribution and supports appropriate sample selection, improving the diagnosis and management of oral and periodontal conditions.
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