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Abstract 280 words
Oral fungal infections represent a growing clinical concern, particularly due to the increasing prevalence of opportunistic yeasts and the need for accurate identification methods. The problem addressed in this study is the limited comparative understanding of culture media efficiency and the integration of morphological and molecular tools for reliable identification of oral fungi. The purpose of this study was to isolate, quantify, and identify fungal species from oral samples using Sabouraud Dextrose Agar (SDA) and Potato Dextrose Agar (PDA), and to evaluate their effectiveness in supporting fungal growth.
Methodology and theoretical orientation: Oral samples were collected from the saliva using sterile swabs, suspended in phosphate-buffered saline, and cultured on SDA and PDA. Plates were incubated at 25 °C and 37 °C for 2–5 days. Fungal isolates were identified morphologically based on colony and microscopic characteristics, followed by molecular identification through amplification of the internal transcribed spacer (ITS) region using universal ITS1/ITS4 primers. Sequencing results were analyzed using BLAST, and phylogenetic relationships were constructed using MEGA X software.
Findings: Fungal growth varied between the two culture media. Sample A1 showed higher counts on SDA (2.77 × 10³ CFU/mL) compared to PDA (2.34 × 10³ CFU/mL), while sample A2 exhibited greater growth on PDA (7.0 × 10² CFU/mL) than SDA (5.1 × 10² CFU/mL). Molecular identification confirmed the isolates as Candida tropicalis (Ascomycota) with 99.36% identity and Rhodotorula mucilaginosa (Basidiomycota) with 99.24% identity, demonstrating high accuracy of ITS-based sequencing. 
Conclusion and significance: The results indicate that fungal growth may vary depending on the culture medium, with no single medium consistently superior for all isolates. The integration of morphological and molecular methods provides reliable identification of oral fungi. Early detection of species such as C. tropicalis and R. mucilaginosa is important for maintaining dental health and preventing opportunistic oral infections.
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About Research Topic
Oral fungal infections are an important aspect of dental health, with opportunistic yeasts such as C. tropicalis and R. mucilaginosa frequently associated with oral colonization. Accurate identification of these fungi is essential for proper diagnosis and treatment. Culture media like SDA and PDA are widely used for fungal isolation, though their efficiency may vary. Traditional morphological identification can be limited due to similarities among species, making molecular methods such as ITS sequencing more reliable. Integrating both approaches enhances accuracy in fungal detection. Understanding the distribution of oral fungi contributes to improved prevention, diagnosis, and management of infections, supporting better dental health and overall well-being.
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