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ABSTRACT

Vancomycin-resistant enterococci are important causes of healthcare-associated infections. The assembly of biofilms by bacteria is a crucial factor, resulting in treatment failures. There has been significant interest in assessing the possible relationship between the multidrug-resistant (MDR) status and the biofilm-producer phenotype in bacteria. The aim of this study was to explore the prevalence of biofilm formation by VRE isolates to spot virulence factors relate to biofilm formation. During this study, 92 VRE isolates from clinical specimens were obtained from different wards during a tertiary care hospital, in southern a part of Thailand. Then, enterococcus species were identified using conventional microbiological methods. The antibiotic susceptibility patterns of the isolates were determined by the Kirby-Bauer disk-diffusion. All VRE isolates were analyzed for determination of biofilm-related genes, virulence genes using multiplex PCR method, and microtiter plate methods want to assess the flexibility of biofilm formation. Of 86 VRE isolates, 93.5% were recognized as multidrug-resistant VRE and 6.5% of them were extremely resistant VRE, with the rates of resistance to ampicillin, imipenem, and cefoperazone reaching high levels (90-100%). It also found that fifty of E. faecium isolates were resistant to colistin. The vanA gene was detected all told VRE isolates, whereas the vanB, vanC weren't found in any of those isolates. The enterococcal surface protein (esp) and hyaluronidase (hyl) genes were present in 84 (91.3%) and 5 (5.4%), respectively. But, the gel, cyt, cpd, and ebp genes were absent from all isolates. Overall, 51.1% of MDR-VRE and 23.9% of XDR-VRE isolates were biofilm producers, respectively. Interestingly, the clinical strain with hyl negative was produce biofilm forming than esp positive among VRE isolates. There wasn't a relationship between presence of those genes and biofilm formation. Sulperazone, meropenem, and ertapenem could also be used as a good treatment for enterococci infection caused by biofilm producers enterococci. Our findings strengthen the role of biofilm formation in resistance to antimicrobial agents and depends on various factors but not just esp and hyl genes in VRE strains.
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