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I. Abstract Body
Acinetobacter baumannii (ACB) has been considered a worrisome bacterial agent associated with hospital-acquired infections (HAI), mainly in developing countries. We have conducted a surveillance study to investigate the presence of ACB on inanimate surfaces surrounding ICU beds in a tertiary Brazilian hospital. The samples were collected from five high-touch-point-surfaces surrounding ICU beds. Species identification was performed by MALDI-TOF-Biotyper. The genetic relationship between the isolates was determined by SmaI-PFGE and antimicrobial susceptibility testing was performed by broth microdilution. Carbapenemase production was determined by CarbAcineto-NP-test and the presence of carbapenemase encoding genes was investigated by PCR and sequencing. Isolates from distinct PFGE clusters were selected for whole genome sequencing (WGS). The assembled contigs were analyzed by BLASTn-MLST and ResFinder for MLST-typing and identification of acquired antimicrobial resistance determinants. Mutations in amino acid sequences of Quinolone-Resistance-Determining-Region (QRDR). All ACB isolates displayed carbapenem resistance. Reduced susceptibility to cefepime was observed in 85.7% and resistance to at least one of the tested aminoglycoside drugs was shown by these isolates. Ciprofloxacin-resistance was observed among all ACB isolates and 92.8% of them presented reduced susceptibility to levofloxacin. All the isolates were susceptible to ampicillin/sulbactam and polymyxin B (Figure 1). The acquired OXA-carbapenemase encoding genes were found in seven of those ACB isolates. QRDR analysis revealed the S83L substitution in the predicted DNA gyrase (GyrA) amino acid sequence of all genome sequencing isolates, in addition to S80L (Ab112 and Ab124) and S80Y (Ab107) substitutions in topoisomerase IV subunit (ParC). ResFinder search against the WGS showed the occurrence of genes for resistance to aminoglycosides, phenicol, sulfonamide, trimethoprim, macrolides, lincosamides and streptogramin B. All ACB exhibited MDR phenotype, and some isolates were identified as belonging to widely-spread HAI-associated-ACB clonal complexes.
II. [image: image1.png]Clone A

Clone B

NT

-
-
.
-
-

i

-
-
-

>

MIC gint)

IR EEEEEEE]

LR

=
=
=
=
=
=
=
=
=
=
=
=
=
=

4

o

n
P
2

o4
AR



 Image:

III. Reference:

1. L.A. Shimose, E. Masuda, M. Sfeir, et al. Carbapenem-resistant Acinetobacter baumannii: concomitant contamination of air and environmental surfaces. Camb J, 37 (2016), pp. 777-78.
2. K. Huslage, W.A. Rutala, E. Sickbert-Bennett, D.J. Weber. A quantitative approach to defining “High-touch” surface in hospitals. Infect Control Hosp Epidemiol, 31 (2010), pp. 850-853.

IV. Biography:
Igor is Bachelor in Biomedicine (2014) by the University Center ASCES, with qualification in Clinical Pathology and Molecular Biology. He holds a Master's degree in Sciences (2017) from the Post-Graduate Program in Biosciences and Biotechnology in Health of the Oswaldo Cruz Foundation (FIOCRUZ-PE) and is currently a doctoral student by the same institution. He works mainly in the area of Microbiology with the following topics: Molecular epidemiology of pathogenic bacteria and mechanisms of bacterial resistance to antimicrobials. He also has experience in serological tests with emphasis on diagnosis of infectious diseases.
Presenting author details 

Full Name: Igor Vasconcelos Rocha
Contact number: + 55 81 9 96582884
Professional webpage: http://lattes.cnpq.br/3777567023776658
Session name/ number: Evolutionary microbiology and antibiotic resistance
Category: (Poster presentation)

Passport Number: FL240336
