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I. Abstract Body (up to 250 words)
Diseases of the origin of food are one of the most common problems in most countries. Food poisoning caused by bacteria such as Salmonella enteritidis, Shigella flexnerii, Campylo bacter coli and Jejuni and E. coli O157: H7 are one of the most common diseases among animals and humans. [1] And poultry meat is one of the major reservoirs of these poisonings. The purpose of this study was to determine the simultaneous and rapid detection of Salmonella enteritidis, Shigella flexner and Escherichia coli O157: H7 in poultry faecal samples and poultry workers.
Out of 144 samples, 72 stool samples from poultry and 72 stool samples were collected from staff working in poultry farms. A worker and a chicken were sampled for culture in specific environments for each bacterium and performed tests. Biochemicals and another sample were extracted for DNA extraction and PCR multiplex technique.
According to studies, the number of positive samples in the poultry by performing the Multiplex PCR technique in Salmonella enteritidis 12 (16.7%), Escherichia coli O157: H7 10 (13.9%), Shigella flexnerii 7 (9.7%), %), And the number of positive samples by culture in a specific culture medium of each bacterium, Salmonella enterridis 13 (18.1%), Escherichia coli 0157: H7 11 (15.2%), Shigella flexnerii 9 (12.5%) is .Also, the number of positive samples in the poultry workers by performing Multiplex PCR in Salmonella enteritidis 5 (6.9%), Escherichia coli O157: H7 9 (12.5%), Shigella flexnerii 3 (4.2% ) And the positive number of positive samples by culture in a specific culture medium of each bacterium in Salmonella enteritidis 6 (8.3%), E. coli O157: H7 10 (13.9%), Shigella flexnerii 4 (5.6%). [2]
II.  Image: Muliplex-PCR result on gel
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