Abstract 
Title: EPIDEMIOLOGY OF MULTIDRUG RESISTANT GRAM NEGATIVE BACILLI FROM URINARY TRACT INFECTIONS IN TERTIARY CARE HOSITALS IN ISLAMABAD.                 
Humera Nazir1,   Mubashar Aziz2 
1Department ofMicrobiology, Quaid-i-Azam University, Islamabad, Pakistan

2Department of Pathobiology, Bahauddin Zakariya University, Multan 
Keywords: Multidrug resistance, ESBLs, Urinary Tract Infections
Abstract
Gram-negative bacilli are well known causative agents of serious urinary tract infections (UTIs). Choice of suitable antimicrobial drug is important factor for appropriate therapy.  Emergence of multidrug resistance has reduced the choice of antimicrobial regimens. The aim of this study was to describe the epidemiological characteristics of multidrug-resistant Gram-negative bacilli from three hospitals in Islamabad (June, 2015 to March, 2016). Out of 628 samples, two most prevalent uropathogens were Escherichia coli (53.2%) and Klebsiella  pneumoniae (21%), selected for study. Other species found were Enterobacter (11.6%), Proteus spp (6.5%), Pseudomonas spp (4.6%) and S. aureus (3.1%). UTIs were found more prevalent in community (86%) than in hospitalized patients (14%) and E. coli was the most prevalent pathogen in both cases. Gender distribution indicated males (43.35%) and females (56.65%) patients. Uropathogens were found more prevalent in 51-60 year of age group.

Antibiotic resistance pattern of these Gram negative bacilli was determined by Kirby-Bauer disc diffusion method and Minimum Inhibitory Concentration (MIC) test. Multidrug- resistance was observed in more than 50% cases for several of the most prescribed antibiotics (ciprofloxacin and third generation cephalosporins). Lowest resistance was found in E. coli (8%) as compared to K. pneumoniae (21%) against meropenem. Extended spectrum β-lactamase (ESBL) phenotype was performed by disc diffusion and broth microdilution assays.  E. coli (66.16%) and K. pneumonia (64.39%) were ESBL producer. MIC levels to trimethoprim- sulfamethoxazole (SXT) were highest in E. coli >1024 µg/ml, and K. pneumoniae 512 µg/ml. Higher MIC values indicated an increasing trend of resistance in uropathogens.
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