Proteomic Therapy Utilizes the Chaperone Protein Axis for Therapeutic Cellular Stabilization
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Proteomic treatment utilizes Chaperone Proteins (CP) to enhance the body’s ability to move toward a harmonized, homeostatic level of intra cellular protein production.
As we age and in certain disease states, our cellular ability to translate a transcribed mRNA code into a functional protein is impaired. Although the genesis of this clinical condition can be somewhat complex, it is characterized by intra-cellular protein accumulation. This accumulation not only decreases cellular function, but also impedes the translational capacity of the cell.
This “flows backwards” to decrease both primary transcription as well as “forward” to decrease translation of this message into a protein, hence the need for Proteomic Therapy.
Our fundamental hypothesis is that the primary etiology of this is a decrease in CP function inside the cell. To find treatment strategies, our group has utilized exogenous CP (Chaperonze®) and have demonstrated significant disease alleviation in renal insufficiency (Cat and Human). We have demonstrated that this treatment strategy alters the Chaperone Protein Axis (CPA) as measured by Heat Shock Protein 70 (HSP70) and have also recently concluded that this effect is coupled with cell membrane stabilization as measured by cell free DNA (cfDNA).
[bookmark: _GoBack]In the current study we report that cellular aging is marked by an increase in both circulating HSP70 and cfDNA, which are significantly correlated to each other. We also report that treatment with Chaperonze® can significantly decrease these 2 biomarkers which in turn leads to enhanced cellular stability.
Results of this study substantiate that proteomic treatment of cells with Chaperonze® not only harmonizes translational dynamics within the cell but also leads to stabilization of the cellular membrane. 
