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Abstract (300 word limit)
Flu is one of the respiratory diseases caused by influenza virus A. Antigenic drift mechanism changed the virus’s structure in phase and created two strains of influenza virus A which is simultaneously infected humans. Mathematical modeling can be applied to explain epidemiology of two strains of influenza virus A infection. Here we discuss the sequential transmission model of two strains influenza virus A with antigenic drift mechanism. There are six equilibrium points obtainable from the model and we analyze the stability of each equilibrium points. The explanation of the model equipped with simulation which described each equilibrium points in face portrait.   
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Figure. Compartment Diagram of Sequential Transmission Model of Two Strains Virus Influenza A
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