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I. Abstract Body (up to 250 words)
Fifteen rice advanced lines were investigated for morphological traits and genetic diversity under normal and drought stress conditions during 2016 and 2017 rice growing successive seasons. The experiment was conducted under two water regimes: fully irrigated (normal) and water stress conditions using a randomized complete block design. Lines x Environments mean squares were highly significant for grain yield trait except, days to heading and harvest index, which indicated that the tested lines varied from environment to the other. The number of panicles/plant, the line, GZ9865-2-1-1-2 recorded the highest mean value. The highest mean relative water content obtained by the line, GZ9917-8-4-2-2. The 100-grain weight, the line GZ8710-3-2-1-1 gave the highest mean value. The most desirable mean values of sterility percentage were exhibited by the line GZ9792-13-1-1-2. With respect to grain yield/plant, the most desirable mean values were detected by the line GZ9730-1-1-3-2. Among 10 SSR markers, spread on seven chromosomes (1, 2, 4, 5, 6, 8 and 9) generated polymorphic alleles. A total number of 72 alleles were detected at the loci of the 9 markers across the fifteen rice lines. The number of alleles per locus generated by each marker varied from 2 to 13 alleles with an average of 7.20 alleles per locus. The highest similarity coefficient was found between GZ9794-15-1-1-1 with GZ9854-1-2-2-4 (0.63), GZ9781-3-2-2-6 with GZ9792-13-1-1-2 (0.59), GZ9792-13-1-1-2 with GZ9854-1-2-2-4 (0.56), GZ9730-1-1-1-1 with GZ 9730-1-1-1-2 (0.53), GZ9854-1-2-2-4 with GZ9865-2-1-1-1 (0.53) and GZ9730-1-1-1-2 with GZ 9730-1-1-3-2 (0.50). All lines clearly grouped into two major clusters in the dendrogram at 67% similarity based on Jaccard’s similarity index. The first cluster represents the Indica rice, while the second cluster represents the japonica rice.
II. Biography:
Gaballah, M. M. has completed his PhD at the age of 29 years from Kafr Elsheikh University. He is the member of rice breeding and genetics, Rice Research and Training Center. He has published more than 12 papers in reputed journals 
III. Presenting author details 
[image: image1.jpg]




Full Name: Mahmoud M. Gaballah
Contact number: +201067333085
Twitter account:
Linked In account: Mahmoud Gaballah
Session name/ number:
Category: (Oral presentation/ Poster presentation)

Passport Number:
