Analysis of the sequence of the establishment of Porphyromona gingivalis Aggregatibacter actinomycetemcomitans, Tannerella Forsythia and Provetella Intermedia in the gingival sulcus of patients that come to clinical orthodontics treatment of the Autonomous University of Aguascalientes Mexico


ABSTRACT
Orthodontic treatment is currently the preferred and common method to treat patient maloclusions, but it also holds potentials complications over teeth and periodontal tissues. Since Porphyromonas gingivalis, Aggregatibacter actinomycetemcomitans, Tannerella forsythia, and Prevotella intermedia could affect  the periodontal health during orthodontic treatment. Materials and Methods: Thirty orthodontic patients (17 females and 13 males; aged 12 to 16 ) were included in this study. Subgingival microbial samples were taken from the mesio-buccal gingival crevice of the right lower central incisors, the mesio-buccal gingival crevice of the left upper first molars, at three different times: before placement of orthodontic appliances (T1), after 12 months of orthodontic appliances placement (T2) and 20 months later (T3). DNA was extracted from the samples with FTA paper, and the 16S rRNA-based PCR detection method was used to determine the prevalence of Porphyromonas gingivalis, Aggregatibacter actinomycetemcomitans, Tannerella forsythia, and Prevotella intermedia. Results: The presence of Porphyromonas gingivalis was seen since (T1), and significantly increased before placement the orthodontic appliances. For all bacteria’s, the frequency tended to increase but no statistically significant difference was noted. All bacteria’s was seen since T1 specially Porphyromonas gingivalis and Tannerella forsythia, even tough new changes where seen at T2 and T3  because Porphyromonas gingivalis and Tannerella forsythia had higher levels than the actinomycetemcomitans and Prevotella intermedia. Conclusion: This study suggest that orthodontic appliances could affects temporally the subgingival microbial composition even if the prevalence of all periodontopathogens studied had presence in the crevicular sulcus before the orthodontic treatment.
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