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Abstract 
Hemp (Cannabis) is one of the oldest cultivated plants in the world. Due to the easy cultivation, products derived from drug-type hemp (marijuana, hashish) are a widespread and readily available intoxicant. Because the production and trade of drug-type hemp products is prohibited by law in many countries, it is important to distinguish between fiber-type and drug-type hemp. Routine method of Cannabis identification is the physicochemical analysis focused on determination of the level of the active substance tetrahydrocannabinol (THC). Due to easy degradation by chemical and biological factors, THC may not be detected by physicochemical methods. An alternative approach may be genetic identification. DNA extraction is a key step in genetic analysis. Obtaining extract with optimal DNA concentration, without PCR inhibitors, can guarantee good analysis results. DNA extraction from plant tissues, due to the presence of cell walls, is difficult and requires proper sample preparation. Commonly used procedures for DNA extraction from plant tissues, based on CTAB method, are time- and work consuming and often give poor quality extracts. Forensic genetics routinely uses magnetic extraction protocols that are easy to automate and allow obtaining DNA extracts without PCR inhibitors in a short time. The aim of this study was to compare three methods of DNA extraction from drug-type hemp tissue (stems, leaves, inflorescences, roots, seeds) that is using 1) DNeasy Plant Mini Kit (Qiagen); 2) automatic workstation QIAsymphony SP/AS and  QIAsymphony DNA Investigator Kit preceded by lysis using DNeasy Plant Mini Kit (Qiagen); and 3) QIAsymphony SP/AS and  QIAsymphony DNA Investigator Kit, according to the manufacturer's manual. The process of DNA extraction from various plant fragments, measurement of DNA concentration with Qubit, level of inhibitors and repeatability of the results  were assessed.
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