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Abstract: 
	Table 1: Genotypes distribution and allele frequencies of miR-499 polymorphism (rs3746444) among the studied groups

	Polymorphism
of miR-499
(rs3746444)
	Control
(n = 100)
	Non BA
(n = 100)
	BA
(n = 100)
	p-value

	Genotypes [n (%)]

	AA
	42 (42%)
	41 (41%)
	31 (31%)
	0.019 

	AG
	50 (50%)
	49 (49%)
	46 (46%)
	

	GG
	8 (8%)
	10 (10%)
	23 (23%)
	

	Dominant model

	AA
	42 (42%)
	41 (41%)
	31 (31%)
	0.208 

	AG + GG
	58 (58%)
	59 (59%)
	69 (69%)
	

	Recessive model

	AA+AG
	92 (92%)
	90 (90%)
	77 (77%)
	0.004 

	GG
	8 (8%)
	10 (10%)
	23 (23%)
	

	Alleles [n (%)]

	A
	134 (67%)
	131 (65.5%)
	108 (54%)
	0.014

	G
	66 (33%)
	69 (34.5%)
	92 (46%)
	


[bookmark: _GoBack][bookmark: _Hlk32912246]Background: Biliary atresia (BA) is an obliterative cholangiopathy of the bile ducts. It is believed that genetic factors may have a significant role in BA pathogenesis. Objective: We aimed to evaluate the association of MicroRNA(miR)-499 Rs3746444 polymorphism and BA risk and its correlation with clinic-pathologic features of BA in Egyptian children. Subjects and methods: This study was performed on 300 infants (100 BA cases, 100 cases with cholestatic liver diseases other than BA and 100 healthy controls). Routine laboratory investigations, clinical examination and abdominal US were done. All infants were genotyped for miR-499 SNPs (rs3746444 A>G) by real-time PCR fluorescence detection on a Rotor Gene Real Time PCR System (QIAGEN, GmbH) using fluorescent labeled probes. Results: The AG genotype was the most prevalent genotype of miR-499 rs3746444 among the studied groups. A significant higher frequency of the rs3746444 G alleles was found in the BA cases (odd ratio, 1.62). This polymorphism was also correlated with degree of fibrosis in BA cases (P < 0.05). It was observed that effects of miR-499 rs3746444 polymorphism on the clinic-pathological features of BA cases was significantly associated with severe liver inflammation and bad prognosis after Kasai operation (P<0.05). On the other hand, it was observed that miR-499 rs3746444 polymorphism has no effect on the clinic-pathological data or the liver function status in non-BA group. 
Conclusion: There is an association between the miR-499 SNP genotypes and the incidence of BA in Egyptian infants. The variant allele G was the predominant allele in BA group and associated with severe liver inflammation and bad prognosis after Kasai operation. 
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