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Abstract (300 word limit)
Statement of the Problem: Wheat genotypes were analysed under multi environment trials at major locations of Central Zone of India under irrigated timely sown conditions. Recent analytic measures of adaptability i.e. PRVG, MHVG and MHPRVG were compared based on  Best Linear Unbiased Predictors of genotypes as per mixed model approach.  HI8737,  HI8774 and MPO1215 genotypes marked by analytic measures PRVG, MHVG, MHPRVG, HM and average yield as of high yield and better adaptability across major wheat producing zone of the country while HD4728 along with HI8759 for low degree of adaptation. Biplot analysis based on first two highly significant Interaction principal components accounted for 86.07 % of total GxE interaction sum of squares observed stable behavior of  HI8498 and HI8759 genotypes as compared to HD4728 and HI8774 genotypes. GW495, GW322 and HI8713  genotypes were pointed out by PRVG as well as by PRVG*GM for better adaptability and AKAW4924 & HI1544 of low adaptability across locations of CZ. HMPRVG and HMPRVG*GM marked GW495, GW322, HI8713 and  GW1339 as of high yield and better adaptability across major wheat producing zone for irrigated timely sown cultivation while AKAW4924 & HI1544 for low degree of adaptation. Positive associations are anticipated among genotypes and environments as placed close to each other, this would assist to select specific genotypes. HI8713 had a specific adapta​tion to environment Amreli and Udaipur, whereas GW322 for Amreli and MPO1213 identified for Bareilly, PBW800 for Durgapura & Bikaner locations and genotype PBW766 would be for Jabalpur and  HI1544 for Indore and Powerkheda. Better adaptive genotypes along with high yield performance predicted by method of harmonic means considering the relative of genetic values.

Conclusion & Significance: Classification of wheat genotypes as per their adaptability by analytic measures based on BLUP by REML was more efficient than that by BLUE.  Biplot analysis showed that more of GxE interactions sum of squares was explained by first two principal components as compared to accounted by BLUE.  
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