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Genomic(imprin9ng(produces(func9onal(difference(between(
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Mouse(imprinted(genes,(regions(and(phenotypes�
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The(Kcnq1(imprinted(domain(is(controlled(by(the(kvDMR�
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Only(viviparous(mammals(have(genomic(imprin9ng�
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Mouse(imprinted(genes,(regions(and(phenotypes�
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Peg10(is(essen9al(for(placental(development�

CCHC
GAG: 371 a.a.

DSG YLDD DAS HHCC DDE
POL: 1187 a.a.

ORF1: 376 a.a.
ORF2: 556 a.a.

DSG
CCHC

Sushi-ichi

Peg10

Sgce Peg10 Ppp1r9a Pon1 Pon3 Pon2 Asb4

800 kb

WT

(e(10.5)�

KO

(e(10.5)�

Ono(R(et.al..Nat.Genet..2006�



PEG10(is(found(in(marsupials,(but(not(in(monotremes�
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Only(PEG10(is(imprinted(in(the(
marsupial(PEG10(domain�

C T*

No. 
1

100%

50%

0%

Lim
b

No. 
11

C T

Lim
b

No. 
10

100%

50%

0%

C T

Bod
y

No. 
12

C T

Hea
d

No. 
2

C T

Lim
b

A
S
B
4

P
P
P
1R
9A

P
E
G
10

S
G
C
E

No. 
3

C T

Lim
b

C T

Plac
en

ta

No. 
4

C T

Lim
b

C T

Plac
en

ta

A* G

No. 
6

Lim
b

No. 
9

Lim
b

Plac
en

ta

Gen
om

e

A G*

No. 
1

100%

50%

0%

Lim
b

No. 
7

A G

Lim
b

A G

Plac
en

ta

No. 
8

A G

Lim
b

A G

Plac
en

ta

No. 
1

100%

50%

0%

C T

Lim
b

No. 
4

A G

Lim
b

A G

Plac
en

ta

No. 
5

Lim
b

Plac
en

ta

Gen
om

e
M
P

Suzuki(S(et.al..PLoS.Genet.(2007�



Only(PEG10(is(imprinted(in(the(
marsupial(PEG10(domain�
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Insertion of PEG10
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Peg13(CGI(emerged(aIer(the(Laurasiatheria(divergence(�
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Grb10(downstream(CGI(emerged(in(the(eutherian(ancestor�
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Plagl1(downstream(CGI(emerged(in(the(eutherian(ancestor�
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