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Abstract

A concern often expressed by researchers is the evaluation of probability of survival beyond a specified time point or age
limit. The traditional logistic regression model uses a response probability which lacks the capacity to project into the future.
The Survivor function which has the ability for future projection lacks the capacity to specify the upper bound of the extra
survival time. To midwife for a solution between these two problems, the survivor function is modeled by radical
exponentiation of the response probability. The proposed model has the advantage of specifying the probability of extra
survival time, future survival probability and the probability at a given time. The complement of the hazard function is used
in the evaluation of the exponent. The proposed response probability is a generalization of the existing response probability
and allows for extrapolation of future probability.
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