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Abstract

Comparison of whole genomes and protein sequences is still a challenging problem, for they may be too large and at the
same time of unequal lengths too. It is the application of Fuzzy set theory, which can bring the sequences to elements of
finite dimensional spaces. Thus comparison of sequences reduces to a manageable form. Sometimes even this fuzzy
representation becomes inadequate for giving uniform results. These difficulties may be removed by considering
modification of Fuzzy set theory as an intutionistic Fuzzy set theory.
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