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Abstract
[bookmark: _GoBack]It is well known that the microbiome plays an important role in human health as well as emergence of disease. Prior studies have demonstrated that different strains of bacteria, Achaea and unicellular eukaryotes reside in the small intestine of human beings and that their overall composition and diversity (which are dependent upon a bevy of environmental factors including diet and lifestyle) varies from person to person. Interestingly, a growing body of literature suggests that the gut microbiome is associated with a number of conditions including obesity. Although the impact of microbiome on this condition remains to be deciphered, it will be a useful first step to identify microbial strains that are commonly found in the small intestine of obese patients from Pakistan due to microbial gut dysbiosis. Limited studies of this nature have been performed previously, but no concrete justifications were presented.  The overall goal of this research proposal is to test the following hypothesis: the gut of healthy (lean) individuals is composed of common types of microbial strains which are absent from unhealthy (obese) individuals. 

This study will serve as the much-needed first step towards future investigations in elucidating the role of the gut microbiome in the development, presentation, and progression of obesity and how it can be associated with other physiological abnormalities in obese subjects.
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