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The problem of atopic dermatitis is still relevant, due to the steady growth among the child population, its manifestation in the adult contingent, realized in the complex interaction of immune-genetic, neuroendocrine disorders in conjunction with the impact of numerous environmental factors with a predominant skin lesion. One of the factors in the pathogenesis of AD is a violation of the function of the skin barrier, which contributes to the penetration of allergens through the skin, facilitating their interaction with local antigen-presenting cells and the subsequent development of sensitization/
Practice dictates the need to study the frequency of allelic variants and the association of polymorphism of the genotypes of the filaggrin gene in patients with AD living in a dry hot climate using the Uzbek population as an example.
The aim of the study was to assess the detectability of allelic variants and the association of 2282del4 genotype polymorphism of the FLG gene in children with AD in the Uzbek population.
Material and research methods. We examined 57 children with atopic dermatitis aged from 1 to 18 years. Among them, girls were 28 (49.1%) and boys - 29 (50.8%). All children underwent clinical, immunological and molecular genetic, statistical studies. Molecular genetic examination of biomaterials (DNA) was performed on the basis of Geno-Technology LLC. The object and subject of the study were DNA samples of pregnant women, the gene filaggrin 2282del4 FLG.
Research results. Analysis of molecular genetic studies of the distribution frequencies of the association of the 2282del4 genotype polymorphism of the FLG gene showed an increased frequency of detection of the heterozygous variant - in 19.3% (11/57) of cases, while it was not detected in the control group. (χ2=7.73, Р<0.005; OR=15.09; 95% CI 0.86 – 265.5). The homozygous mutant 2282del4 polymorphism of the FLG gene accounted for 5.3% of cases (3/57), respectively. (χ2=7.73, Р<0.005; OR=3.92; 95%CI 0.20 – 78.4).
Thus, the heterozygous genotype variant of the 2282del4 polymorphism of the FLG gene is a significant marker of an increased risk of developing atopic dermatitis in children of the Uzbek population (P<0.005). The functionally favorable genotype 2282del4 of the FLG gene is a reliable protective marker for the development of pathology (χ2=7.73, Р<0.005;OR=15.09;95%CI 0.86 – 265.5)
Conclusions:The analysis of the obtained results showed that the heterozygous genotype variant of the 2282del4 polymorphism of the FLG gene is a significant marker of an increased risk of developing atopic dermatitis in children of the Uzbek population (P<0.005). 

