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                                                                       Abstract
During the COVID-19 pandemic, as a research branch of the Blood Center of
Ribeirao Preto, we were immediately encouraged to apply our expertise in the
diagnosis to attend thousands of RT-PCR tests per day as a routine laboratory.
Our laboratory assists 90 municipalities of Sao Paulo State, with a coverage of approximately
3,307,320 inhabitants. Inevitably, with a range of positives per day, it was of utmost importance to
begin SARS-CoV-2 genetic monitoring due to the emergence of virus variants. In March 2021, we
established the NGS laboratory to start SARS-CoV-2 genomic surveillance as part of a Network in
Sao Paulo State for the Molecular surveillance of Emerging Viruses once our region is also endemic
many other viruses such as dengue 	 and Zika virus. So far, it is essential to continue viral monitoring
and have continuous learning in molecular epidemiology with a view to the search for vaccines,
identification of the entrance of new variants, and association with the clinics. During this period,
many questions arose from interpreting this big data, specifically concerning how a public research
institute could convey the scientific data into public health and its application to public health
measures.
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