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Abstract
[bookmark: _GoBack]Introduction: The number of infectious diseases that are emerging or re-emerging (EIDs) on a global scale is growing. The COVID-19 pandemic was one such disease. Beyond viruses, other microorganisms are also causing of EIDS, especially bacterial species. In a tertiary care facility, bacterial infections need to be closely monitored and tackled. Sudden outbreaks of infections not only add to the disease burden but also lead to a substantial financial burden for both the patient and the hospital.
Objectives: Primary objective is Retrospective analysis of the prevalence of EIDs in the one year and Secondary objective is Co-relation of COVID-19 infection and EIDs, Analysis of how preexisting co-morbidities, treatment and therapy influenced the outcome of EIDs in the tertiary care facility.
Results: During the study period, the microbiology lab received a total of 49,992 clinical samples for microbial identification and AST. Out of which 214 (0.42%) patients grew microorganisms (M=129; 60.3; median age 59 years). Using MALDI-TOF technology we were able to identify 39 (18.2%) rare and emerging bacteria. In the study population, the most frequently isolated bacterial species causing EIDs was Stenotrophomonas maltophila (9.8%, n=21), followed by Ralstonia pickettii (3.7%, n=8), Aeromonas caviae (2.8%, n=6) and Elizabethia meganoseptica (1.8%, n=4). Among the 39 patients growing rare emerging microorganisms, 12.8% (n=5) had active COVID-19 infection during the period of data collection [Figure 1]. The multivariate analysis of factors like SAR-CoV2 co-infection, presence of comorbidities, iatrogenic and interventions, did not have any statistical significance to mortality, 28 days post-diagnosis. 
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Figure 1. Graphical representation of proportional clinical samples growing rare and emerging microorganisms.
Conclusion: The early, accurate diagnosis of invasive EIDs is important in the effective management that can improve clinical care and substantially reduce morbidity and mortality. Studies like ours are the building blocks for robust antimicrobial stewardship programs in any tertiary care setting.
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