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Abstract
Carbofuran, a carbamate pesticide, is primarily used to control all varieties of stem borers in rice, sugarcane, canola, corn, alfalfa, potatoes and strawberries. Increased use of carbofuran threatens the environment and causes various health hazards, including neurotoxic, genotoxic, cytotoxic, mutagenic and reproductive endocrine-disrupting properties to animals and humans. Bioremediation appears to be the most environmentally safe, efficient and cost-effective method of pesticide decontamination. In this study, we report the taxonomic profile of a carbofuran-degrading bacterial consortium. The consortium developed using soils from a paddy field showed growth in carbofuran (50 mg/l) supplemented Bushnell Haas Medium. The whole genome metagenome sequencing of the consortium revealed Proteobacteria, Rhizobiaceae and Cupriavidus as the most abundant phylum, family and genus, respectively. Genes encoding amino acids and derivatives were the most abundant from SEED pathways at level-1. In addition, stress enzymes like catalase and superoxide dismutase also showed positive results when assayed. The reported consortium could be a potential candidate to help remove carbamates from the environment.
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