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Abstract
[bookmark: _GoBack]Worldwide, about 20% of all breast cancer cases were caused by mutations passed on from parent genes. Inheriting a pathogenic BRCA1/A2 variant greatly increases women’s risk of developing breast cancer at younger age depending of the mutation.
This study was aimed to provide the first data on breast cancer related gene mutations in Mauritania.
Study population this search for BRCA1/A2 mutations included Mauritanian breast cancer in the young patients to the Centre National Oncologie (CNO) during the period from January 2009 to December 2020.
BRCA1 and BRACA2 molecular screening and Using Next Generation Sequencing, underlying BRCA1/A2 genetic mutations were searched in DNA samples from breast cancer patients.
Out of the 16 pathogenic or likely pathogenic variations, we identified two predominant BRCA1 variants: rs387905563 (c.815_824dup) and rs80358086 (c.4986+6T>C). Two novel BRCA DNA variants were detected of which three predicted as pathogenic.
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