Association of Angiotensin Converting Enzyme Gene Polymorphism (I/D) among Children with SSRN/SRNS - A Case Control Study
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Introduction:
The angiotensin-converting enzyme (ACE) gene carries insertion/deletion (I/D) polymorphism; presence of D-allele has been reported as a probable genetic risk factor for several renal diseases. Increasing of D allele frequencies were induces poor responsiveness to steroid therapy. 
Methods: This study comprised of 173 children with NS and 198 children included as controls. We analyzed the association of I/D polymorphism of ACE gene among children diagnosed with nephritic syndrome (NS). The genotypic and allele frequencies were correlated with clinical data and healthy controls. Genotyping of ACE gene was performed using polymerase chain reaction (PCR) method. 
Results: Genotyping distribution of ACE gene among NS children were II in 34.6%, ID in 48.6%, and DD were 16.8% and control children were 33.8%, 50% and 16.2% respectively. The frequency of D allele was 40.7% and I allele was 59.3% among patients (Ratio=1:1.46). There is no significant differences were observed among male and female (p=0.321) and age (p-0.881) wise distributions. Comparison of family history with without history shows statistically significant (p<0.038). The clinical data were not significant (p=0.305). Comparison of genotypic and allele frequencies case and control were highly significant (<0.005). 
Conclusion: The presence of D allele frequencies of ACE gene has been reported as probable genetic risk factor children with nephrotic syndrome.
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