Multi Drug resistance profiles of Enterobacteriaceae responsible of urinary tract infection in Cameroon from 2010 to 2015.
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Background:
Urinary tract infection represents the second reason for consultation after the respiratory infection in the whole world. In Cameroon people suffering from urinary tract infection use self medication and some time do not use appropriate medication and when this was the case they do not achieve it treatment. This situation leads to many case of drug and multidrug resistance and transmission of these resistant strains. 
Methods:
To identify the different resistance profiles to antibiotics uses to cure urinary tract infection in Cameroon, we ran a retrospective and prospective experiment study on strains isolated from patients between 2010 and 2015. After obtaining an ethical clearance, we used a CLED medium to isolate Gram negative bacteria and API 20E system to identify enterobacteria while antimicrobial susceptibility testing was done on liquid medium by using ATB TM UR and analyzed according to European committee on antimicrobial susceptibility testing (CASFM-EUCAST) 2015 definitions.
Results:
Urinary tract infection in Cameroon was predominantly due to Enterobacteriaceae family (71.2%). This was divided in 14 genuses organized in 37 species. Among these, E. coli was significantly more dominant (59.1%) followed by K. pneumoniae and P. mirabilis (22.6% and 4.83% respectively). Resistance was high for all the prevalent species. This resistance was observed majority for penicillins and sulfamethoxazole/trimethoprim. Less than 50% of identified strains were resistant to at least tree antibiotic families. This multi drug resistance concerned mainly the beta-lactamines, the aminosides, and the fluoroquinolones. Multi drug resistance of E. coli was significantly increase from 2010 to 2015 when compare to K. pneumoniae and P. mirabilis.
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