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Hepatitis E virus infection is an important public health problem, which poses a severe threat to human health in many parts of the world especially in regions with poor sanitation and contaminated water supplies. There are four major genotypes of HEV worldwide and swine HEV identified to date in different countries belongs to either genotypes 3 or 4. Thus far, genotypes 1 and 2 are exclusively found in human population and nonhuman primates. 
However, little information as regarding the incidence of Hepatitis E virus in South Africa, especially in Eastern Cape is available. Therefore, the study aimed at investigating the prevalence of Hepatitis E Virus among swine herds in selected farms across Eastern Cape Province of South Africa. Two hundred and sixty (260) faecal samples were collected from swine herds in Nkonkobe and Mhlontlo Local municipality of Eastern Cape Province. The samples were molecularly screened by RT-PCR and nested PCR using HEV specific primers to detect the presence of the virus. Out of 260 feacal samples screened, seven were found positive (2.7%).The findings confirmed the presence of Hepatitis E virus among swine herds in Eastern Cape thus suggesting a possible health risk among farm workers and pork consumers at large. Also, there is a larger epidemiological implication as swine fecal samples could contaminate water sources thus resulting in possible outbreak and epidemic in the community.   
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