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It is of great importance to understand the epidemiological dynamics of Cutaneous Leishmaniasis (CL) in Tunisia given the health problem they represent. Our objectives are to determine the genetic organization on the scale of time and space of the L. major populations in the south and center, as well as to explore the genetic structure and the potential occurrence of hybridization events between sympatric species in the south-east. The whole sample is composed of 236 strains of Leishmania. During the period 1991-1992, 35 L. major strains were isolated from the Sidi Bouzid governorate. However, during 2008-2012, 137 strains were collected from Gafsa, Kairouan and Sidi Bouzid. A set of 64 isolates were collected from patients with LC in the Tataouine region during the period 2011-2012. MLMT (MultiLocus microsatellite Typing) was the method of choice for the genetic analysis of all strains. Our main analysis tools were the F-statistical (FSTAT) and the Bayesian approaches (STRUCTURE). Four striking observations are recorded. First, the epidemiological and genotypic data on a time frame shows that, over two decades, L. major population evolved into a new, genetically differentiated population, probably better adapted to the environment. Second, the examination of genetic data on an eco-geographical basis shows that our findings suggest that the parasite population dynamics do not follow a vertical south-north gradient. Indeed, the disease seems to have spread from Gafsa to Kairouan and then to Sidi Bouzid. Third, the analysis of the genetic data of these two sub-populations based on the history of leishmaniasis infection in Kairouan governorate indicates that the two populations are similar with very low differentiation and historical migration events. Fourth, the genetic analysis of species responsible of CL in the southeast of Tunisia indicates that L. major and L. killicki are unable to perform interspecific genetic exchange, most likely disadvantaged by both heterogeneous transmission cycles of each species in terms of vector and reservoir. This dissertation will be continued by analyzing the populations of vectors and reservoirs in order to track their spatial dynamics and also to assess their involvement in the spatial and temporal evolution of parasite populations. The contribution of sequencing by the MLST technique (MultiLocus Sequence Typing) for both sympatric populations sympatric (L. major and L. killicki) could refine analyses to explore genetic exchange events.
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