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ABSTRACT: 
In the United Kingdom, prostate cancer is the most frequent cancer and is the second highest cause of death in males. Few prognostic biomarkers have been identified and there are clinical difficulties in distinguishing between relapsing and non-relapsing prostate cancer. The aim of this study was to investigate the hypothesis that proteins that have been linked to stem cells might be potential biomarkers, that could distinguish between aggressive tumours requiring radical intervention and those that have a good prognosis.
Two potential biomarkers, protein 1 and protein 2 were evaluated by immunohistochemistry using two sources of patient samples, a Bath cohort and a tissue microarray group. The Bath cohort consists of 30 samples, including samples from patients that had recurrent disease and those who remained disease free. The tissue microarray group consists of 96 cases including normal prostate, adjacent normal prostate and prostate cancer samples.
[bookmark: _GoBack]Protein 1 showed decreased expression in prostate cancer samples from both groups and was negatively associated with poorly differentiated grades of prostate cancer. Protein 2 was overexpressed in a subset of the prostate cancer samples and is negatively associated with tumour stage. It can be seen from this preliminary data that these two proteins might play an important role in tumour formation and/or aggressiveness and warrant further investigation to see if they could represent potential diagnostic biomarkers for prostate cancer.  


