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Abstract
Phytase breaks down the phytate portion of grains and oil seeds; thereby, releasing phosphorus and minerals for animals. The objectives of this research were: to screen phytase-producing novel species of fungi; to conduct cultural and phylogenetic characterization; to perform 18S rDNA sequencing and BLAST analysis. Samples of fungi were collected from different sources, cultured on potato dextrose agar and potato dextrose broth. Phytase assay was conducted based on Vanadate-molybdate method. Three isolates with highest enzyme activity were selected for pH and temperature optimization. DNA was extracted by modifying plant DNA extraction and yeast genomic DNA extraction kits. The 18S rDNA gene was amplified and sequenced. The result indicated that optimum temperatures ranged from 60-750C and the optimum pH for isolates from papaya (Angr), palm bark (Abark) and sugarcane soil field (Asoil) were 4.5, 3.0 and 4.5, respectively. Based on 18S rDNA sequence analysis the phytase producing fungal isolates Angr, Abark and Asoil were identical to Aspergillus niger, Beauveria felina and Nigrosabulum globosum, respectively.
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