Is lxr more correlating in triple-negative breast cancers (TNBC) than in other subtypes?
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Abstract 
The mechanism of TNBC is considered to feature a distinctive microenvironment different from that of other subtypes mostly Luminal A, for this reason it has made the management of patients with this subtype of Breast cancer very difficult. These differences are very significant in the development and progression of TNBC, the hypothesis of this study is TNBC tumours are permissive to LXRα signalling compared to other Breast cancer subtypes. Previous studies have shown LXR has got antiproliferative factors that retard the growth of   Breast cancer cells. The purpose of this study was to find out whether LXR correlates highly and positively in TNBC more than in other subtypes. Four gene lists were used in this study, three were generated from the cistrome dataset platform and the fourth created by the researcher. These were exported to the cBioportal to get the expression of LXR in TNBC and other types of cancer and then analysed using graphpad prism.  Results show LXRα correlates positively more in TNBC than in other subtypes and new LXR target genes are revealed in the study. The results approve LXRs target gene networks to be very important in the growth and progression of TNBC. 

