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Abstract
Bioinformatics generates or creates a platform for renowned scientists, academicians and budding researchers to find out the creative explanation for treatment of orphan diseases that include genetic diseases, rare cancers, degenerative diseases and infectious tropical diseases such as leishmaniasis, chikungunya, Dengue, Zika, HIV, Malaria, Filariasis, tularemia, brucellosis, and enterococci-caused endocarditis, etc. Antimicrobial resistance is proved to the road block in the development of treatment against these infectious tropical orphan diseases. The emerging crisis of antibiotic resistance for microbial pathogens is alarming all the nations posing a global threat to human health. The multidrug-resistance threatens the effective prevention and treatment of an ever-increasing range of infections caused by bacteria and viruses. Particularly, the inappropriate use and/or abuse of various aminoglycosides and β-lactam antibiotics cause an increasing threat of drug-resistant bacteria to public health worldwide. 
At present we need an immediate therapeutics for these orphan diseases and also other life style associated threats like cancer, diabetes, obesity, hypertension etc. The insilico and computational technologies is the only reliable path to rescue. Open access softwares are intended to provide the solutions to the young researcher’s problems regarding conventional softwares like complex licensing models, product activation and serial number etc by the open access technologies. 
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