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Obesity is the commonest nutrition-related disorder and individual susceptibility to obesity strongly depends on the genetically determined patterns of energy balance regulation. Multiple polymorphic genes encoding central and peripheral determinants of energy intake and expenditure have been revealed over the past decade. Food intake control may be affected by polymorphisms in the genes encoding taste receptors and a number of peripheral signaling peptides such as insulin, leptin, ghrelin, cholecystokinin, and corresponding receptors. Polymorphic central regulators of energy intake include hypothalamic neuropeptide Y, agouti-related protein, melanocortin pathway factors, CART (cocaine- and amphetamine regulated transcript), some other neuropeptides, and receptors for these molecules. Potentially important polymorphisms in the genes encoding energy expenditure modulators (alpha and beta-adrenoceptors, uncoupling proteins, and regulators of adipocyte growth and differentiation) are also known.
In this topic, I will discuss some aspects about nutritional genomics of obesity.

