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Abstract
Statement of the problem: Endometriosis is a polygenic and multifactorial disease in which angiogenesis maybe implicated. The aim of the present study was to assess the role of vascular endothelial growth factor for the first time in Iranian women for susceptibility to endometriosis. Methodology & Theoretical Orientation: This study was comprised of 300 females who underwent laparoscopic or laparotomy surgery: 100 patients had a histologically confirmed diagnosis of endometriosis (cases), whereas 200 had no evidence of the disease (controls). The VEGF polymorphisms (VEGF)-2549 I/D, -2578 A/C (rs699947), and +936 C/T (rs3025039) polymorphisms were determined by RFLP (Restriction Fragment Length Polymorphism), expression of vascular endothelial growth factor (VEGF) mRNA was evaluated using Real Time PCR assay. Findings: No statistically significant difference was observed for allele and genotype distribution of the -2578 A/C (P=0.7), -2549 I/D (P=0.7), and +936 C/T (P=0.5) polymorphisms among endometriosis cases and controls. Also, no significant correlation was observed in the levels of VEGF and endometriosis. By examining the expression of VEGF levels across the menstrual cycle, we found that in the proliferative phase, significantly higher VEGF mRNA levels in eutopic endometrium of controls was observed compared  to the women with endometriosis. In the secretory phase, endometrium from women with the disease also showed higher VEGF mRNA levels in comparison with endometrium from controls. We also found that extracts of endometrium from controls showed higher VEGF mRNA levels in the proliferative phase than in the secretory phase. In contrast, no significant differences were observed in VEGF levels when comparing secretory versus proliferative phase in endometrium from women with endometriosis. Conclusion & Significance: Our results suggest that -2549 I/D, -2578 A/C and +936 C/T polymorphisms of VEGF gen did not appear to have an influence on endometriosis susceptibility in an Iranian population. Also we could not find an association between the mRNA VEGF and the risk of endometriosis.
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