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The latest International Diabetes Federation estimates indicate that 415 million persons in all over the world have diabetes mellitus (DM). Diabetic nephropathy (DN), the leading cause of renal failure worldwide, affects approximately one-third of all people with DM. Microalbuminuria (MA) is a marker of cardiovascular disease risk and should be monitored per guidelines once or twice a year for progression to macroalbuminuria and kidney disease development, especially if plasma glucose, lipids, and blood pressure are at guideline goals. The genetic aspects of DN are not clarified. The aim of our study was the determination of connection between the level of albumin in urine as a main marker of DN and single nucleotide polymorphism -204A/C [rs 3808607] in CYP 7A1 promotor region.

Methods. We observed 60 patients with DM and arterial hypertension (AH). Patients were divided into three groups according to the level of albumin excreted with urine. Patients from the first (I) group had normal albuminuria, from the second (II) – MA, from the third (III) – macroalbuminuria. MA was defined if the urinary excretion of albumin was 20-200 µg/min, macroalbuminuria is determined if this level was more than 200 mg/min. The middle age was (55.44±0.23) year for the I group, (64.92±0.31) year – for the II, t=24,56; p<0.001, (60.37±0.28) – for the III, t=13.6; p<0.001. The duration of DM was (5.43±0.05) years for patients with normal levels of albumin in urine, (10.22±0.22) years – for persons with MA, t=21.23; p<0.001, (14.3±0.37) years – for people with macroalbuminuria, t=23.78; p<0.001. The polymorphism of -204А/С [rs 3808607] СУР7А1 promotor region is defined with the help of polymerase chain reaction. Three genotypes such as AA, AC, CC were determined.
Results. Normal level of albumin in urine was defined in 44 patients (73.33%), 8 (13.33%) of patients had MA, 8 (13.33%) – macroalbuminuria. Genotype AA is determined in 43 (71.66%), AC – 4 (6.66%), CC – 13(21.66%) patients respectively. Allele A was determined as a major, C – as a minor. Among 44 patients with normal albumin level in urine 43 (97.73%) persons had AA genotype, 1 (2.27%) – AC genotype. Among patients with MA genotype AC was determined in 3 (37.5%), CC – 5 (62.5%) people respectively. All patients with macroalbuminuria had CC genotype.

Conclusions. MA is the earliest and important marker of DM. Homozygotes by major allele with AA genotype had the less level of albuminuria in comparison with persons with AC and CC genotype. Genotype CC is the worse in terms of prognosis because the levels of albumin excreted with urine. The definition of MA, single nucleotide polymorphism of -204А/С [rs 3808607] СУР7А1 promotor region is recommended for prevention biggest level of albuminuria and complications of type 2 DM.
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