
Epidemiology and molecular characterisation of pH1N1 2015-16 influenza virus NA gene of from Mumbai
During Apr 2015 – March 2016, a total of 1586 nasal and/or throat swab samples were analysed at our Research Institute located in Mumbai. Of the 1586 samples tested, 330(20.8%) samples were positive for influenza A (H1N1) pdm 09 virus Figure 8 represents the overall percent positivity of influenza A (H1N1) pdm 09 and seasonal influenza A virus during Apr 2015 – March 2016 
Of the 330 samples positive for influenza A (H1N1) pdm 09, 158 (47.8%) were from males and 172 (52.2%) were from females. No gender specificity to influenza infectivity was observed. Age-wise analysis of positive cases for influenza A (H1N1) pdm 09 virus in populations revealed a positivity in age 0–10 years, 54(16%),in age 11-10 years, 31 (9.3%), in age 21-30 years 97 (29.3%), in age 31-40 years 40 (12.1%), in age 41-50 years 33 (10%), in age 51-60 years and 25 (7.57%) 61 -70 years 20 (6.06%), 71 -80 years 5 (1.5%)and in 80 years and above 2 (0.6%) 
 H275Y and N295S mutations in the NA are generally linked with antiviral resistance in Influenza A. Both these  mutations were not detected in any of the 13 isolates studied. Few mutations like N44S, V241I or N369K have been found to be consistent in H1N1 strains since the initial outbreak of 2009–2010. Four unique mutations like V13/264I, N270K and I314M were identified in NA sequences of 2015 A(H1N1) pdm09 strains analyzed in this study, consistent with the strains primarily circulating in the countries of south-eastern Asia. All A(H1N1)pdm09 viruses had Valine at position 53; however in twelve out of thirteen A(H1N1)pdm09 strains in this study, Valine has been replaced with Isoleucine. N248D mutation, was observed only in seven strains out of thirteen representative strains from Mumbai.
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