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ABSTRACT
Background: Nigeria is a malaria-endemic country, yet many inhabitants of the country claim they rarely suffer from the disease in spite of regular exposures to the vector of Plasmodium and without administration of curative or prophylactic drug. Aim: The aim of the study was to identify the subjects with resistance against malaria and conduct serological and molecular investigations on their blood samples. Methodology: One thousand two hundred and seventy (1,270) apparently healthy volunteers, aged 16-55 years participated in the study. Assessment of malaria resistant subjects was conducted in three stages namely: assessment with questionnaire, serologic analysis using MSP-1 antigen plus malaria parasite microscopy and determination of anti- MSP-1 level in that order. Molecular analysis of the samples in subjects identified to be malaria resistant was also conducted.  Six milliliters of blood samples was withdrawn from each subject for MP microscopy, serology and molecular analyses. Results: Out of one thousand two hundred and seventy respondents administered with questionnaire, five hundred (500) of them sailed through to the second stage in which both microscopy and sero-typing were employed for further screening. At this stage only one hundred and thirty eight (138) of the subjects were through to the third stage which involved titration of sera from the subjects with MSP-1 antigen. The result from the titration revealed that sixty three (63/1270) of the subjects recorded low titer (Titers = 2-4) of anti-MSP-1 implying that 4.96%  of the sampled population was assessed to develop natural resistance against malaria infection Our study further revealed that 46 out of the entire malaria resistant subjects were documented within the age bracket 16-25 years. Molecular analysis of blood samples from malaria resistant individuals depicted greater association with R/R131 (36.7%) than other alleles of Fc Gamma receptor IIa. Conclusion: Further studies on detection of other genes such as Duffy, alpha and beta-globin associated with malaria resistance are ongoing to corroborate the present findings. Also, research works on mechanism by which some subjects resist malaria infection are recommended  
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