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                                                                       ABSTRACT

[bookmark: _GoBack]Next-generation sequencing (NGS) also known as High throughput, massively parallel or deep DNA sequencing technologies from 454/Roche, Illumina/Solexa, Helicos, and ABI/SOLiD, and has provided extraordinary opportunities for high-throughput functional genomic research. To date, these NGS technologies are applied in a variety of perspectives, including whole-genome sequencing, targeted resequencing, discovery of binding sites of transcription factors, transcriptomic analysis of mRNAs, expression profiling of noncoding RNA, and genome-wide methylation assays. In this review discusses the basic concepts of different NGS platforms and general applications of these technologies in functional genomics research to evaluate global genes and their function and highlights the renovating potential these NGS technologies offer. For the successful application of NGS technology, through advanced bioinformatics tools are crucial for data storage, analyses and interpret.

 
