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Aims/hypothesis: This study was conducted to evaluate association between type 1 diabetes and 2 VDR gene polymorphisms (APaI and TaqI) in Kurdish population in Erbil/Iraq
Methods: Forty patients clinically diagnosed with type 1 diabetes mellitus and thirty healthy controls were recruited from the Kurdish population in Erbil/Iraq. Genomic DNA was extracted from blood and genotyped for the single nucleotide polymorphism SNPs of The prevalence of VDR polymorphisms in 2 restriction fragment length polymorphism sites including APaI and TaqI were analysed by polymerase chain reaction and restriction fragment length Polymorphism (PCR-RFLP) by using APaI and TaqI restriction enzymes in patients and controls. Genotype distribution and allelic frequencies were compared between patients and controls. Calculated using SPSS software (version 15.0).
Results: The genotype distribution, and allele frequencies of
VDR polymorphism differs significantly between patients and controls. The result approved that the genotype GT in SNP APaI was risk factor among type 1 diabetes mellitus patients combination which conferred strongest susceptibility to T1DM (P=0.00023) while the SNP TaqI did not showed any significance between cases as compared with control (P=0.35).
Conclusions/interpretation: Our data suggest that VDR gene polymorphism in combination of genotypes is associated with the risk of T1DM indicated that VDR polymorphisms are associated with increased risk of T1DM in the Kurdish population and thus requires further studies as a probable genetic risk marker for T1DM . Further studies are require to confirmed this finding especially the VDR gene investigated for the first time in  the Kurdish population.


