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Sequencing and Phylogenetic analysis of PPR Virus from Sheep and Goats of North-Eastern Karnataka (India) 
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Region wise monitoring of the PPR virus by active surveillance is essential as it aids in strategic planning of measures of disease control and prevention.. Hence, the present research work was carried out to isolate and characterize PPR virus by using microscopic, serological and molecular methods like RT-PCR, Sequencing and Phylogenetic analysis in North Eastern Karnataka (India). a total of 530 different types of clinical samples like nasal, oral, ocular, rectal swabs and blood from ailing goats and necropsy samples like lymph nodes, spleen, kidney, tonsil, liver and intestines from 20 suspected PPR outbreaks in sheep and goats were collected. The samples were initially screened for the presence of PPRV nucleic acid targeting N and F gene by observing desired respective amplicons and then the RT PCR positive samples from each place of outbreaks and species and type of sample were pooled and subjected to virus isolation. The isolates showing characteristic CPE were further confirmed for the virus by RT-PCR using N and F genes of PPR virus and sandwich ELISA. The morphological confirmation of isolates was done by transmission electron microscopy (TEM). The RT-PCR products of partial N (NP3/NP4 and N1/N2) gene and F (F1b/F2d) gene of the confirmed isolates were sequenced and phylogenectic trees were drawn by Neighbor-Joining method using different bio-informatics tools. A total of eight PPR isolates were obtained from four districts of North Eastern Karnataka (Bidar,Kalburgi,Yadgir and Raichur) which were confirmed by RT-PCR and sandwich ELISA. The TEM images showed pleomorphic virion particles with varying sizes indicative of Morbilli-virus. N and F gene based sequence and phylogenetic analysis confirmed the study isolates as lineage IV clustered under II and I respectively with isolates of North Indian and West Indian isolates due to change in gene of target under analysis. Thus the research attempt reveals that Lineage IV is circulating in the North Eastern Karnataka. These findings provide the first documentation of PPR presence by microscopic and molecular characterization of the PPRV in the region.
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