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Abstract
[bookmark: _GoBack]The activated sludge treatment is applied in most industrial and domestic pilot wastewater treatment. The bacteria respirometric test and two technical problems “bulking and foaming” that may appear in such as process may be involved in climate change. Excessive growth of filamentous bacteria in activated sludge wastewater treatment plant WWTPs can cause serious problems like the development of stable foam or inadequate flocculation and settling of the sludge. The change in microbial communities during sludge bulking and foaming may be at the basis of these two fundamental problems.  Four hundred and forty five pyrosequencing of 16S rRNA genes were applied to evaluate the cause of bulking and foaming in GIPA industrial station. The results indicated that the bacterial diversity of industrial was very hight. A total of 194 genera were obtained. The dominant bacterial community was proteobacteria. Filamentous bacteria like haliscomenobacter, beggiatoa and thiothrix was detected. The low abundance of Zoogloea during the period of study confirm its relation to the   occurrence of bulking and foaming in industrial Tunisian activated sludge.
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