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Abstract

In many genetic experiments arise the problem of testing directional hypotheses. Using constrained Bayesian method (CBM) and the concept of false discovery rates (FDR) for testing directional hypotheses is considered in the paper. There is shown that the direct application of CBM allow us to control FDR on the desired level for both one set of directional hypotheses and multiple case when we consider 
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) set of directional hypotheses. When guaranteeing of restriction on the desired level, the sequential method of Bayesian type must be applied. The optimality of CBM concerning sample size, necessary for making decision on the desired level, guaranty its advantage in comparison with other methods that control FDR. 
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